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Volume 28 in the series of Methods in Molecular Biology contains 36 
chapters each describing a comprehensive protocol involving the use of 
nonradioactive probes. The protocols have been selected with the aim 
to give a broad range of applications. The chapters are divided into 
seven sections ranging from DNA and RNA preparation and blotting 
protocols, probe labeling protocols and different in situ hybridization 
protocols for DNA and RNA to a section referred to as 'new methods'. 
This latter section contains a diverse collection of protocols all 
providing a diagnostic screening method for particular nucleic acid 
sequences. For example, protocols for the detection of microorganisms 
in clinical samples and food products using DNA probes are given as 
well as for the relatively new NASBA technique which is an ingenious 
alternative for the established PCR technique. 
The advantage of this book is that it covers a broad range of topics 
starting with very basic procedures for DNA and RNA isolation from 
plant and mammalian cells and immobilizing them on membrane filters. 
The various protocols for the nonradioactive labeling of plasmid, 
oligonucleotide, PCR and RNA probes are well described in chapters 
10 to 15. Particularly useful are the chapters describing 
chemiluminescent detection systems for DNA or RNA sequences on 
blots, allowing the reader to make a fair choice between the different 
methods. Scientists from different disciplines, even those working with 
plant material, will certainly find protocols useful for their research. 
The format of the book is such that it can be easily used on the bench 
and the chapters are logically ordered without giving abundant 
background information. Each chapter starts with a short Introduction 
to a technique. Then, a list of all the materials and solutions needed is 
given followed by a point-wise description of the method. In a Notes 
section, practical tips and trouble shooting is given and at the end of 
each chapter a selected list of references i added. 
A drawback of some of the protocols is that they are based on certain 
commercial kits. Custom-tailored kits might be very convenient and 
their use fully justified they limit, however, any flexibility in the method. 
Nor do they contribute to a good understanding of the procedure itself 
for newcomers. 
Though, nonradioactive probes have revolutionized the development 
and use of in situ hybridization techniques, in this volume only little 
attention is paid to this methodology. The in situ hybridization 
technique is described for the detection of DNA sequences on plant 
chromosomes and two chapters are included dealing with mRNA 
detection in tissue sections and whole embryo mounts. A next issue of 
this series will, however, compensate for this limitation. 
In summary, this book provides a collection of good protocols which 
are in general clearly written. They can be easily employed on the bench 
without being a specialist in a particular field. Also, this book may 
make scientists curious whether their own well-established radioactive 
methods can be replaced by nonradioactive ones. 
R. Dirks 
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There is no shortage of books on protein folding. The abundant 
litterature on the subject does not even imply that major progress is 
going on, only that there is a growing public. Interest spreads largely 
as a result of industrial applications of protein engineering and this may 
explain why the monograph by Nosoh and Sekiguchi wanders from 
fundamental physical chemistry to the more applied facets of protein 
engineering, never choosing between the two approaches. The two 
authors first discuss forces that stabilize the native structure, and then 
move to improving stability by chemical and genetic modification. The 
presentation of the general rules of protein three-dimensional structure 
is correct, very classical and it owes much to well-known (and 
somewhat outdated) texts by Schulz and Schirmer and by Richardson. 
No mention is made of membrane proteins or other exotic species. A 
chapter on protein stability follows. Though it should justify the title 
of the book, it is possibly the weakest part. Thermodynamics of protein 
folding are dealt with cursorily. A single page covers the topics of 
reversibility, multiple states and folding mechanisms together. 
Microcalorimetry is given ten lines, chaperonins, one. The autors do 
not go much beyond the formula defining the energy and free energy 
of denaturation and a purely qualitative description of stabilizing 
forces. They ignore kinetics, folding intermediates, protein-protein 
interactions and all the complexities of folding studies. The next chapter 
deals with thermophilic proteins, a favourite with industrial 
applications. Nosoh and Sekiguchi list explanations presented over the 
years for their stability at high temperatures. None of these 
explanations i  convincing, and the inescapable conclusion is that the 
same interactions stabilize thermophilic and mesophilic proteins. 
The value of the book is clearly not in this first half of the book. The 
reader will find a better and more complete covering of the same field 
elsewhere, in the second edition of T. Creighton's textbook on 
'Proteins' for instance (W.H. Freeman, 1993). Still, the second part 
should be useful. In two chapters on protein modification, Nosoh and 
Sekiguchi review a large and relatively recent (given that their book was 
first published in 1991) litterature on chemical modification and site- 
directed mutagenesis as tools to modify protein stability. This is the 
author's own field, and the review is competently written. I especially 
appreciated their effort to summarize xtensive studies on phage T4 
lysozyme, and the section on non-aqueous solvents in the concluding 
remarks. Site-directed mutagenesis has proved to be a powerful tool in 
folding studies, and even more so in basic research than in applications. 
Yet, the interpretation of the results is never as straightforward asone 
should wish and general conclusions remain to be drawn. Nosoh and 
Sekiguchi do a good job in that line, and I can recommend their book 
for it. 
J. Janin 
